
                      1        10        20        30        40        50        60 

                      |        |         |         |         |         |         |  

 TraesCS7D02G430700   ------------------------------------------------------------ 

 TraesCS7B02G340100   -----------------------------ACGCCTCCGTCCCCGTCCGGCACCAAACCCA 

 TraesCS7A02G441400   GACGCGCCCGGGCTCGGCCTCCCTCCCTCACGCCTCCGTCCCCGTCCGGCACCAAACCCA 

 

 TraesCS7D02G430700   -------------------------------ACACCTGACCAACGATAGCCAGGCCACCG 

 TraesCS7B02G340100   TCCCATCCCCTCCCCTCCTCCTCCCTTTTCCACA-CTGACCAACGATAGCCAGGCCACCG 

 TraesCS7A02G441400   TCCCATCCCCTCCCC----CCTTTTTCTTCCACACCTGACCAACGATAGCCAGGCCACCG 

 

 TraesCS7D02G430700   CACCCGCAGTTTCGTGCACCGCACTTCTCCACCCACCACCTACCTCCC--------CCCG 

 TraesCS7B02G340100   CACCCGCAGTTTCGTGCACCGCACTTCTCCACCCACCACCTACCTCCC--------CCCG 

 TraesCS7A02G441400   CACCCGCAGTTTCGTGCACCGCACTTCTCCACCCACCACCTACCTCCCTCCCCCCTCCCG 

 

 TraesCS7D02G430700   TGTTCCCCTCCCCCCTCAAAACCTATCGCCGCGGACCATCTACCCACCGACGAGCGACTG 

 TraesCS7B02G340100   TGTTCCCCTCCCCCCTCAAAACCTATCGCCGCAGACCATCCACCCACCGACGAGCGATCG 

 TraesCS7A02G441400   TGTTCCCCTCCCCCCTCAAAACCTATCGCCGCGGACCATCCACCCACCGACGATCGATT- 

 

 TraesCS7D02G430700   ---CGGCCGATT--GA-TCCGCAGGGCGAGGCGGTGGCGGCGGAGGGAGCCCACCAGATC 

 TraesCS7B02G340100   CCACGGCCGATT--GA-TCCACAGCGCGGGGCGGTGGCG------------CACCAGATC 

 TraesCS7A02G441400   -CACGG--GACTCGGAGTCGGCGTCG-GCGGCGGCGGTGGCAGAGGGAGTCCGCCAGATC 

 

 TraesCS7D02G430700   CGGCCGCGGCGGCGATGATGAAGCAGCTGCTGCCGCAGAGCCAGCTGCGGCGCTCGGCGG 

 TraesCS7B02G340100   CGGCCGCGGCGGCGATGATGAAGCAGCTGCTGCCGCAGAGCCAGCTGCGGCGCTCGGCGG 

 TraesCS7A02G441400   CGGCCGCGGCGGCGATGATGAAGCAGCTGCTGCCGCAGAGCCAGCTGCGGCGCTCGGCGG 

 

 TraesCS7D02G430700   CGGCGTCGGCGGCGCGCTCCTCCGTCAG------CGGGGTCGAGGGCGCGGGGGGCCCCG 

 TraesCS7B02G340100   CGGCGTCGGCGGCGCGCTCCTCGGGGGGCGGCGTCGGGGCCGAGGGCGCGGGTGGGCCCG 

 TraesCS7A02G441400   CGGCGTCGGCGGCGCGCTCCTCGGGGGG------CGGGGTCGAGGGCGCGGGGGGCCCCG 

 

 TraesCS7D02G430700   ACGGCGTCGGCGCGGGCGCCGGGGCGGGCGGGCGGACGGCCTCCTCCTCCACCTTCTGGT 

 TraesCS7B02G340100   ACGGCGTCGGCGCGGGCGCGGGGGCGGGCGGGCGGACCGCCTCCTCCTCCACCTTCTGGT 

 TraesCS7A02G441400   A------CGGCGCGGGCGCGGGCGCGGGCGGGCGGACCGCCTCCTCCTCCACCTTCTGGT 

 

 TraesCS7D02G430700   TCCTGCTGCACGCGCTCTGCTGCCTCATCTCGCTCTTCCTCGGCTTCCGCTTCTCCAGGC 

 TraesCS7B02G340100   TCCTGCTCCACGCGTTCTGCTGCCTCATCTCGCTCTTCCTCGGCTTCCGCTTCTCCAGGC 

 TraesCS7A02G441400   TCCTGCTGCACGCGCTCTGCTGCCTCATCTCGCTCTTCCTCGGCTTCCGCTTCTCCAGGC 

 

 TraesCS7D02G430700   TCCTCTTCTTCCTGCTCTTCTCCAGCAGCGCGCTCTACGCCGCCACCTCCAACAACAAGT 

 TraesCS7B02G340100   TGCTCTTCTTCCTGCTCTTCTCCAGCAGCGCGCTCTACGCCGCCACCTCCAACAACAAGT 

 TraesCS7A02G441400   TGCTCTTCTTCCTGCTCTTCTCCAGCAGCGCGCTCTACGCGGCCACCTCCAACAACAAGT 

 

 TraesCS7D02G430700   CGGCCGTGCTCCGCGCCATCACCACCACCACCACCACCACCACCACCACGACCACCACCA 

 TraesCS7B02G340100   CGGCCGTGCTCCGCGCCATCACGACAACCACGACGACGACCACGACGACCACAACCACGA 

 TraesCS7A02G441400   CGGCCGTGCTCCGCGCCATCACCACCACCACCACCACCACGACCACGACGACCACCACCA 

 

 TraesCS7D02G430700   CCAACACCTTCACCCTCTCCTTCGCCGCCGCGGGCAACCCGCCCCCGTCCAACCCGGACA 

 TraesCS7B02G340100   CCAACACCTTCACCCTCTCCTTCGCCGCCGCGGGCAACCCGCCCCCGTCCAACCCGGACA 

 TraesCS7A02G441400   CCAACACCTTCACCCTCTCCTTCGCCGCCGCGGGCAACCCGCCCCCCTCCAACCCGGACA 

 

 TraesCS7D02G430700   ACCTCACCGCCGCCGCGCTCGAGGAGGCCGCCGGGAGCACGCAGAGCCACGTGGTGGTCG 

 TraesCS7B02G340100   ACCTCACCGCCGCCGCGCTCGAGGAGGCCGCGGGGAGCACGCAGAGCCACGTGGTGGTCG 

 TraesCS7A02G441400   ACCTCACCGCCGCCGCGCTCGAGGAGGCCGCGGGGAGCACGCAGAGCCACGTCGTGGTCG 

 

 TraesCS7D02G430700   GCCGCCACGGGATTCGGATCCGCCCCTGGCCGCACCCCGACCCCGTCGAGGTCATGCGCG 

 TraesCS7B02G340100   GCCGCCACGGGATTCGGATCCGCCCCTGGCCGCACCCCGACCCCGTCGAGGTCATGCGCG 

 TraesCS7A02G441400   GCCGCCACGGGATTCGGATCCGCCCCTGGCCGCACCCCGACCCCGTCGAGGTCATGCGGG 

 

 TraesCS7D02G430700   CGCACCGGATCATGGAGCGCGTGCAGGAGGAGCAGCGCCGCTGGTACGGCGTCAGGGAGC 

 TraesCS7B02G340100   CGCACCGGATCATGGAGCGCGTGCAGGAGGAGCAGCGCCGCTGGTACGGCGTCAGGGAGG 

 TraesCS7A02G441400   CGCACCGGATCATGGAGCGCGTGCAGGAGGAGCAGCGCCGCTGGTACGGCGTCAGGGAGC 

 

 TraesCS7D02G430700   CGCGCCAGGTGCTCGTCGTCACCCCGACCTACTCGCGCGCCTTCCAGGCGCTCCACCTCA 

 TraesCS7B02G340100   CGCGCCCGGTGCTCGTCGTCACCCCGACCTACTCGCGCGCCTTCCAGGCGCTCCACCTCA 

 TraesCS7A02G441400   CGCGCCAGGTGCTCGTCGTCACCCCGACCTACTCGCGCGCCTTCCAGGCGCTCCACCTCA 

 

 TraesCS7D02G430700   CCGGCCTCCTCCACTCGCTCCGCAACGTGCCCTACCCGCTCACCTGGATCGTCGTCGAGG 

 TraesCS7B02G340100   CCGGCCTCCTCCACTCGCTCCGCAACGTGCCCTACCCGCTCACCTGGATCGTCGTCGAGG 



 TraesCS7A02G441400   CCGGCCTCCTCCACTCGCTCCGCAACGTGCCCTACCCGCTCACCTGGATCGTCGTCGAGG 

 

 TraesCS7D02G430700   CCGGCGGCGTCACCAACGCCACCGCCTCCATGCTCGCGCGCTCCAGCCTCACCTTCGTCC 

 TraesCS7B02G340100   CCGGCGGCGTCACCAACGCCACCGCCTCCATGCTTGCGCGCTCCAACCTCACCTTCGTCC 

 TraesCS7A02G441400   CCGGCGGCGTCACCAACGCCACCGCGGCCATGCTTGCGCGCTCCAGTCTCACCTTCGTCC 

 

 TraesCS7D02G430700   ACGTCCCCTTCCCGGAAAAAATGCCCCTCGAATGGGCCGACCGCCACGCCACTGAGAACC 

 TraesCS7B02G340100   ACGTTCCATTCCCGGAAAAAATGCCCCTCGAATGGGCCGACCGCCACGCCACTGAGAACC 

 TraesCS7A02G441400   ACGTCCCCTTCCCGGAAAAAATGCCCCTCGAATGGGCCGACCGCCACGCCACTGAGAACC 

 

 TraesCS7D02G430700   GCATGCGCCTCCACGCCCTACGGGTGATCCGGGAGAGGAAGATGGACGGTGTGGTTGTGT 

 TraesCS7B02G340100   GCATGCGCCTCCACGCCCTACGGGTGATCCGGGAGAGGAAGATGGACGGTGTAGTTGTGT 

 TraesCS7A02G441400   GCATGCGCCTCCACGCCCTACGGGTGATCCGGGAGAGGAAGATGGACGGTGTGGTTGTGT 

 

 TraesCS7D02G430700   TTGCGGATGACAGCAACGTGCATAGCATGGAGCTGTTCGATGAGGTGCAGAAGGTCCAGT 

 TraesCS7B02G340100   TTGCCGATGACAGCAACGTGCATAGCATGGAGCTGTTCGATGAGGTGCAGAAGGTCCAGT 

 TraesCS7A02G441400   TTGCGGATGACAGCAACGTGCATAACATGGAGCTGTTCGATGAGGTGCAGAAGGTCCAGT 

 

 TraesCS7D02G430700   GGATGGCCGCGGTGTCTGTGGGTATCCTTGCGCACACCGGAACAGCAGAGCAGCCACGCC 

 TraesCS7B02G340100   GGATGGCCGCAGTGTCTGTGGGTATCCTTGCGCACACCGGAACAGCAGAGCAGCCACGCC 

 TraesCS7A02G441400   GGATGGCCGCGGTGTCTGTGGGTATCCTTGCGCACACCGGAACAGCAGAGCAGCCACGCC 

 

 TraesCS7D02G430700   TTACCGAAGAGGACAAGAAGAACATGCCTCTTCCAGTCCAGGGCCCTGCCTGCAACTCTT 

 TraesCS7B02G340100   TTACCGAAGAGGACAAGAAGAACATGCCACTTCCAGTCCAGGGTCCTGCCTGCAACTCTT 

 TraesCS7A02G441400   TCACCGAAGAGGACAAGAAGAACATGCCTCTTCCAGTCCAGGGTCCTGCCTGCAACTCTT 

 

 TraesCS7D02G430700   CAGGGCATTTGGCTGGATGGCACACATTCAACACGTTGCCGTTCTCTGGGAAGACCGCCA 

 TraesCS7B02G340100   CCGGGCATTTGGCTGGATGGCACACATTCAACACGTTGCCGTTCTCTGGGAAGACCGCCA 

 TraesCS7A02G441400   CCGGGCATTTGGCTGGGTGGCACACATTCAACACGTTGCCGTTCTCTGGGAAGACCGCCA 

 

 TraesCS7D02G430700   CGGTGGTTGGCGAGGCAGCGCCGGTGCTACCGAAGGGTTTGGAGTGGGCTGGGTTTGTGA 

 TraesCS7B02G340100   CGGTGGTTGGCGAGGCAGCGCCTGTGCTACCGAAGGGTTTGGAGTGGGCTGGGTTTGTGA 

 TraesCS7A02G441400   CGGTGGTTGGCGAGGCAGCGCCGGTGCTACCGAAGGGTTTGGAGTGGGCTGGGTTTGTGA 

 

 TraesCS7D02G430700   TGAACTCTAGGATGCTGTGGAAGGAGGCAGAGGGCAAGCCTGATTGGGTGAAGGACCTTG 

 TraesCS7B02G340100   TGAACTCGAGAATGCTGTGGAAGGAGGCAGAGGGCAAGCCTGATTGGGTGAAGGATCTTG 

 TraesCS7A02G441400   TGAACTCGAGAATGCTGTGGAAGGAGGCAGAGGGCAAGCCTGATTGGGTGAAGGACCTTG 

 

 TraesCS7D02G430700   ATGCTGTGGGGGAGAATGGGGAGGAGATTGAGAATCCTCTTACTCTCTTGAATGATGCGT 

 TraesCS7B02G340100   ATGCTGTGGGGGAGAATGGGGAGGAGATTGAAAATCCTCTTACTCTCTTGAACGATGCGT 

 TraesCS7A02G441400   ATGCTGTTGGAGAGAATGGGGAGGAGATTGAAAATCCTCTTACTCTCTTGAATGACGCGT 

 

 TraesCS7D02G430700   CCTATGTTGAGCCGTTGGGGAACTGTGGGAAGAAGGTCCTACTGTGGTGGCTCCGTGTTG 

 TraesCS7B02G340100   CCTATGTTGAACCGTTGGGCAACTGTGGGAAGAAGGTCCTACTTTGGTGGCTCCGTGTTG 

 TraesCS7A02G441400   CCTATGTTGAGCCGTTGGGGAACTGTGGGAAAAAGGTCCTACTCTGGTGGCTCCGTGTTG 

 

 TraesCS7D02G430700   AAGCCCGGGCCGACAGCAAGTTCCCACAAGGGTGGGTGATTGAGCCACCGTTGGAAGTTG 

 TraesCS7B02G340100   AAGCCCGGGCCGACAGCAAGTTTCCACAAGGGTGGGTGATTGAGCCACCTTTGGAAGTTG 

 TraesCS7A02G441400   AAGCCCGGGCCGACAGCAAGTTTCCACAAGGGTGGGTGATTGAGCCACCTCTGGAGGTCG 

 

 TraesCS7D02G430700   TTGTTCCCGCCAAGCGCACACCATGGCCAGAAACCACCATGGATGTCTCATCGGAGATGT 

 TraesCS7B02G340100   TTGTTCCCGCCAAGCGCACACCATGGCCAGAAACCACCATGGATGTCTCATCGGAGATGT 

 TraesCS7A02G441400   TTGTTCCCGCCAAGCGCACACCATGGCCAGAAACCACCATGGATGTTTCATCGGAGATGT 

 

 TraesCS7D02G430700   TAGACGCCAAGCAAGAGCAAGAGGACAGGCAGCTGCCAAGGACCAACAACAGGTCAGCCC 

 TraesCS7B02G340100   TAGACGCCAAGCAAGAGCAGGAGGACAGGCAGCTGCCAAGGACCAACAACAGGTCAGCTC 

 TraesCS7A02G441400   TGGATGCCAAGCAAGAGCAGGAGGACAGGCAGCTGCCAAGGACCAACAACAGGTCAGCCA 

 

 TraesCS7D02G430700   GGCCCCGAAGCACCACCACGAAGCGGAAGGGCGACGTCCACAACTGAGGCAGGATAAACA 

 TraesCS7B02G340100   GGCCCCGAAGCACCACCACGAAACGGAAGGGCGACGTCCACAACTGAGGCAGGATAAACA 

 TraesCS7A02G441400   GGCCCCGAAGCACCACCACGAAACGGAAGGGCGACGTCCACAACTGAGGCAGGATAAACA 

 

 TraesCS7D02G430700   GACCATGTAATGTACATCTCACACCACCTTACACCCGCGGTATCTGCAATAGGAGGCATG 

 TraesCS7B02G340100   AACCATGTAATGTACATCTCACATCACCTTACACCCGCGGTATCTGCAATAGGAGGCATG 

 TraesCS7A02G441400   GACCATGTAATGTACATCTCACACCACCTTACACCCGCGGTATCTGCAATAGGAGGCATG 

 

 TraesCS7D02G430700   TCCAGTCGATCTAGTGGGTATTGTGTTTATTTTTTTGTTTCCTGATGTTTTGCTCTGGTG 

 TraesCS7B02G340100   TCCAGTCGATCTAGTGGGTATTGTGTTTATTTTTTTGTTTCCTGATGTTTTGCTCTGGTG 



 TraesCS7A02G441400   TCCGGTCGATCTAGTGGGTATTGTGTTTATTTTTTTGTTTCCTGATGTTTTGCTCTGGTG 

 

 TraesCS7D02G430700   GTAACGACGACGGC---CTCGTGCTGGGGATATGTCTTCTGTAGAAGACCG----TTTCG 

 TraesCS7B02G340100   GCAACGACGACGACGCTCTCGTGCTG-GGATATGTCTTCC-TAGAAGACCG----TTTCG 

 TraesCS7A02G441400   GTAACGACGACGGC---CTCGTGCTGGGGATATGTCTTCCATAGAAGACCGTTTGTTTCG 

 

 TraesCS7D02G430700   TTATCTGTAGCTCTACCTGTTGTGCTGTAATATAACACCGCAGTTGATGTCTCAAGAAAA 

 TraesCS7B02G340100   TTATCTGTAGCTCTACCTGTTGTGCTGTAATATAACACCGCAGTTGTTGTCTCAAGAAAA 

 TraesCS7A02G441400   TTATCTGTAGCTCTACCTGTTGTGCTGTAATATAACACCGCAGTTGATGTCTCAAGAAAA 

 

 TraesCS7D02G430700   TGGCGTCTGAACT-TGGATGATCTATACGCATGTCAACTCTGAAGTTTGTATCGTGTGAT 

 TraesCS7B02G340100   TGGTGTCTGAATTCTGGATGACCTATACGCATGTCGACTCTGAAGT----ATTGTGTGAT 

 TraesCS7A02G441400   TGGCGTCTGAATTCTGGATGACCTATACGCATGTCAACTCTGAAGTATGTATCTTGCGAT 

 

 TraesCS7D02G430700   GAATGTTTTCAAAGCACAGTTTCCCCTTTTATTGGGGCGTTGTACAACTTTTACTGGACT 

 TraesCS7B02G340100   CAGTGTTTTCAGG----------------------------------------------- 

 TraesCS7A02G441400   GAATGTTTTCAAGGCACAGTTTCCCCTTTTATTGGGGCGTCGTACAACTTTTACTGGAC- 

 

 TraesCS7D02G430700   GTACCCCCTCGGTATAGTTGGTGATCTAAACGCTCTCATATTTCTTTACAAAGGGTATAT 

 TraesCS7B02G340100   ------------------------------------------------------------ 

 TraesCS7A02G441400   ------------------------------------------------------------ 

 

 TraesCS7D02G430700   TAGTTACTGCCTCCGTCTCACAATGTAAGACGTTTTCTGGGGACATTATGAGACGTTTTC 

 TraesCS7B02G340100   ------------------------------------------------------------ 

 TraesCS7A02G441400   ------------------------------------------------------------ 

 

 TraesCS7D02G430700   TGGGCGGACAT 

 TraesCS7B02G340100   ----------- 

 TraesCS7A02G441400   ----------- 

 

S2a Figure: Triticum aestivum GT43_1 nucleotide sequence alignment of the three homeologues. The 

alignment of all three wheat GT43_1 homeologues from IWGSC refseq1.1. The alignment was carried out using 

Geneious 10.0.9 

 


