TABLE S1 List of primers used for real-time quantitative reverse transcription PCR and in vitro double stranded RNA synthesis

	Gene product
	Primer name
	sequence (5ʹ–3ʹ)
	Amplicon size (bp)

	dsRNA

	Erysiphe quercicola Tub 
	dTUF
	TAATACGACTCACTATAGGGAGAACCTGGCACTATGGACG
	533

	
	dTUR
	TAATACGACTCACTATAGGGGTTGACCTGGGAAACGAAGA
	

	E. quercicola Chs 
	dCHF
	TAATACGACTCACTATAGGGTCTAGACGCACTCGCAGCTA
	425

	
	dCHR
	TAATACGACTCACTATAGGGCGAAGTTCTGAGAGGCAACC
	

	E. quercicola CYP51-1 
	dCY1F
	TAATACGACTCACTATAGGGGCGCATATGATGATAGCCCT
	425

	
	dCY1R
	TAATACGACTCACTATAGGGTCTGCATCTGTTCCAAGCAC
	

	E. quercicola CYP51-2 
	Dcy2F
	TAATACGACTCACTATAGGGTCAAGGCAAGAGTGGCACAG
	400

	
	dCY2R
	TAATACGACTCACTATAGGGTGAAGAGTGTTGTCCAGCCA
	

	Gene expression analyses 

	E. quercicola Tub
	TUF
	TTAAGCGCGTTGGTGATCAAT
	166

	
	TUR
	CCTTCGGAAATCGAGGCATCT
	

	E. quercicola Chs
	CHF
	CGAGGCCTATGGAGCAACTG
	219

	
	CHR
	CCAACCCTCCATCGATCACG
	

	E. quercicola CYP51
	CY51F
	ATGTACTTCTCTCGTCGCCC
	200

	
	CY51R
	CCGACCTGCACCAAAAGGTA
	

	E. quercicola elongation factor 1-alpha
	EF1F
	ACGTGAGCGTGGTATCACAA
	165

	
	EF1R
	CCAGTACCAGCGGCAATGAT
	


TABLE S2 Raw data of rubber tree powdery mildew disease severity after spraying dsRNA targeting different genes 10 days after inoculationa
	Treatmentb
	Disease severity
	

	Water
	44.97 
	46.34 
	39.54 
	47.43 
	29.97 
	42.12 
	

	Chs
	31.11 
	24.58 
	31.91 
	25.87 
	37.42 
	33.71 
	

	CYP51-1 
	22.17 
	21.70 
	32.94 
	26.56 
	29.02 
	18.92 
	

	CYP51-2 
	26.88 
	18.53 
	27.20 
	24.93 
	20.75 
	23.66 
	

	Tub 
	22.36 
	18.12 
	23.52 
	19.73 
	13.84 
	27.39 
	


aDisease severity was assessed as the percentage of the number of lesion pixels divided by the number of whole leaf region pixels, where the number of pixels was obtained by using Adobe Photoshop 2022 software.

bWater: leaf spayed with water; Chs: leaf spayed with dsRNA targeting chitin synthase gene of Erysiphe quercicola; CYP51-1 and CYP51-2: leaf spayed with dsRNA targeting two different fragments of CYP51 gene of E. quercicola, respectively; Tub: leaf spayed with dsRNA targeting β-tubulin gene of E. quercicola.
TABLE S3 Raw data of the expression level of Erysiphe quercicola genes after spraying dsRNA targeting different genesa
	Treatment
	　
	Relative expression

	Water
	Chs
	1.12 
	0.85 
	1.03 
	1.14 
	0.92 
	0.94 

	
	CYP51-1 
	1.04 
	1.11 
	0.86 
	1.07 
	0.91 
	1.03 

	
	CYP51-2 
	1.15 
	0.92 
	0.95 
	0.95 
	1.13 
	0.93 

	
	Tub 
	0.89 
	1.09 
	1.03 
	1.04 
	1.07 
	0.90 

	Chs
	
	0.69
	0.46
	0.64
	0.55
	0.66
	0.59

	CYP51-1 
	
	0.42
	0.44
	0.59
	0.49
	0.44
	0.52

	CYP51-2 
	
	0.44
	0.38
	0.51
	0.47
	0.44
	0.42

	Tub 
	　
	0.35
	0.37
	0.48
	0.39
	0.39
	0.44


aWater: leaf spayed with water; Chs: the expression level of chitin synthase gene of Erysiphe quercicola; CYP51-1 and CYP51-2: the expression level of two different fragments of CYP51 gene of E. quercicola, respectively; Tub: the expression level of β-tubulin gene of E. quercicola.
