
 

 

   

 

S4 Figure: A & B qPCR transcript level data for two independent GT43_1+GT43_2+GT47_2 RNAi 

wheat lines. Graphical representations of GT43_1+GT43_2+GT47_2 transcript levels in two 

independent homozygous GT43_1+GT43_2+GT47_2 RNAi Triticum aestivum lines compared to 

controls. Graph A the data is expressed as a percentage present in the transgenic lines compared to 

their controls. In Graph, B, C and D ‘Type’ refers to either Transgenic or Null lines and e.s.e refers to 

estimated standard error. 
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