Real-time field measurements of bioaerosols in the agricultural environment: Concentrations, components and environmental impacts
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Figure S1: Q-Q plot and histogram of Cladosporium before and after Box-Cox transfer























Figure S2: Q-Q plot and histogram of Penicillium before and after Box-Cox transfer


	Coefficientsa

	Model
	Unstandardized Coefficients
	Standardized Coefficients
	t
	Sig.
	Collinearity Statistics

	
	B
	Std. Error
	Beta
	
	
	Tolerance
	VIF

	1
	(Constant)
	28152.783
	1290.049
	
	21.823
	<.001
	
	

	
	rh
	2.289
	6.368
	.008
	.359
	.719
	.284
	3.523

	
	temp
	23.223
	23.403
	.019
	.992
	.321
	.401
	2.493

	
	wd
	-6.191
	.466
	-.177
	-13.285
	<.001
	.859
	1.164

	
	ws
	120.337
	22.682
	.089
	5.305
	<.001
	.539
	1.856

	
	co
	13.836
	3.108
	.070
	4.453
	<.001
	.614
	1.630

	
	no
	139.493
	76.903
	.023
	1.814
	.070
	.950
	1.053

	
	no2
	-65.092
	13.855
	-.062
	-4.698
	<.001
	.884
	1.132

	
	o3
	-259.311
	12.168
	-.486
	-21.311
	<.001
	.293
	3.418

	
	NH3_cps
	.012
	.017
	.010
	.676
	.499
	.765
	1.307

	a. Dependent Variable: fungi /m3



Table S1 VIF test results
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Description automatically generated with medium confidence]Figure S3 Training data classification dimension reduce into 2D space. The radius of the classification boundary for each category was defined as twice the mean standard deviation of the x and y components of each category 2. Left side, 20% of the training set training the transformer, right side, testing the remaining training set on the trained transformer.
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[bookmark: OLE_LINK102]Figure S4 Confusion matrix for the UMAP model test set with five categorical labels, 2 been used as boundary. Comparison of model predicted and actual values in percentage terms.
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Figure S5 Daily cycling of two bioaerosols with ozone and relative humidity.
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