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Motivation

O Biomedical resources provide info on the
Semantic Web

O Potential to advance biomedical research

O Need for tools
® Data reduction
® Data visualization
® Interactive analysis capabilities
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Ondex: a platform to exploit the
Semantic Web

1) all information can be represented as a
graph

2) all elements of the graph can be
annotated with ontologies

3) data model conformant to Semantic
Web framework, In particular to
RDF

=» Ondex ideally positioned



Data integration and visualisation

In Ondex

Data Input Data analysis
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Data reduction and
representation methods
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Demo

O Interactive importer based on SPARQL
O Query-driven construction of datasets

O Bring information from different RDF data
resources into Ondex

O Welcome feedback on our prototype
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Data used in demo
Integrated by Keywan Hassani-Pak
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Connecting and guerying

(build null) =&l ili

View Appearance Tools Help

ﬁ ﬂ iI— " IEnter search here. .. 2 | [~ Regular Expr.
oA
Restrict by: |Concept Class ;I IData Source LI [~ Case Sensitive
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Marme: http: e ondex. org/concept/313

Parser |D: http:Aeweer. ondex. orgéconcept/313
Type: TO

DataSource:

http:#/habvs03. rothamsted. bbsre. ac.uk:8050/sparc
Evidence: IMPD

Tags

Synonyms

http:/fwesra ondes. orgfconcept/313
shoot branching

Accessions

URI
http: /s ondes. orgfconcepts313
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Command console v1.0 Type 'help;' for more information.
CNDEX»sparqgl_mode
Changing configuaration - please wait...

SPARQL interpreter loaded successfully

ONDEXrconnect ("http://babvs03.rothamsted.bbsroc.ac. uk: 5050/ sparqgl™”
ONDEZ»zonstruct {2?x ?y "shoot branching™}

where {graph ?g {?x ?y¥ "shoot branching™}}

CHMDEE>
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Right-click pre-defined queries
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Resaolve LRL

Conmand console w1.0 Type 'help:' for more information.
ONDEX>spargl mode

Changing configuaration - please wait...

SPARQL interpreter loaded successfully

ONDEX>connect ("http://babvs03.rothamsted.bbsre.ac. uk: 8050/ spargl™”
CHDEErconstruct {?x ?v¥ "shoot branching'™}

where {graph ?g {?x ?¥ "shoot branching"}}

COMDEX>

25 BBSRC

bioscience for the future



Nature Precedings : doi:10.1038/npre.2010.5430.1 : Posted 23 Dec 2010

25 BBSRC

bmscnence for the future

Filling attributes
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LAX and SPA: major regulators of shoot branching in rice.
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Satake; Hkuyo Furtani Hironobu Okamoto, Ko Shimamoto;
Jdunfio Kyozuka A
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PANICLE (LAX) and SMALL PAMICLE (SPA) genes as the

main regulators of axillary meristern formation in rice. LAX

encodes a basic helix-loop-helix transcription factor and is

expressed in the houndary between the shoot apical meristem

and the region of new meristern formation. This pattem of LAY

expression was repeatedly observed in every axillary meristemn,

consistent with our observation that LAX is involved in the
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Proteins related to shoot branching
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Colour proteins by taxonomy ID
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CHNDEX>
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Scale relation based on BLAST
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