Supplementary Table 1. Tripalmitin abundance in seed batches from wild type (WT) and segregating T2 ProGLY:AGPAT1 lines (L1-44). Asterisk denotes lines taken for further analysis.
	Line
	Tripalmitin peak area (relative units)

	WT1
	1.0

	WT2
	1.4

	WT3
	0.9

	L1
	17.2

	L2
	10.8

	L3
	11.5

	L4
	11.2

	L5
	1.73

	L6
	2.6

	L7
	11.1

	L8
	7.2

	L9
	14.2

	L10
	8.4

	L11
	7.8

	L12
	4.5

	L13
	5.1

	L14
	5.8

	L15
	14.9

	L16
	14.2

	L17
	8.0

	L18
	13.5

	L19
	13.7

	L20
	15.6

	L21
	8.1

	L22
	7.2

	L23
	13.3

	L24
	2.4

	L25
	14.0

	L26
	1.5

	L27
	4.2

	L28
	18.3

	L29
	2.7

	L30
	8.2

	L31
	6.1

	L32
	1.9

	L33
	17.3

	L34
	12.7

	L35*
	20.6

	L36
	9.5

	L37
	17.3

	L38
	6.5

	L39
	5.5

	L40*
	18.7

	L41
	1.5

	L42
	8.3

	L43
	15.8

	L44
	12.6


Supplementary Table 2. 16:0 at the sn-2 position in TG from T6 seeds expressing mLPAT1 and AGPAT1. Values are the mean ± SE of measurements on seeds from three plants of each genotype.
	Line
	16:0 at sn-2 (%)

	WT
	1.2 ±0.4

	ProGLY:mLPAT1 (L11)
	28.9 ±1.8

	ProGLY:AGPAT1 (L35)
	70.2 ±3.4

	ProGLY:AGPAT1 (L40)
	63.0 ±2.1
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