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B D AT A A GG T A A A AT TAGCC T GGGC T TGAMACATTCTCACAATTGTCTTGGCACCCTOAMAACACST TACGTCAATAGTT TITGAATTCGCT
£l culm U39 TGGAGTTGTATGATCATTCTGAAT TTGAMACATICTCACRATTGTCT TAATAGT TeacT
EL gram PH-1 racr TCCTTTAATCATGGAGCTGCATACCATTCTGAATTGGT TaaaT T aTscaTICecT
£l gram Cs3005 Tecrt TCTGaT TGRATCGT T

3 oC_F vm(u TCCTTTAAT TGCATGSCCATTCTGAATTGGTC! i va((AA(.Aﬂ(v«mw(«(r
£ gram Gz36: T TCCTTTARTCATGGAGCTGCATGGCCATTCTGAAT TGRATCGT T Trcser
Pl Gren Ciiogs  TTACT T TCTGAATTGETC T TeocT
Fl gran Fg-12 TTACT TCCTTTARTCATGGAGCTGCATGACCATTCTGAAT TanTCGT T TCTGCATTCSCT
Elmerd 284 TTICH T TTCTGAATTGGTG TAAATCGT T TeaCT
F. asia KCTC_16664 TTACT TCCTTTAATCATGGAGCTGCATGACCATT TGRATCGT T TCTGEATICGCT

F.pseu Fp22-2F  GIGTTGGATCAGCTGARGTGTGATCTOCAAGCTGTGAGAGTGAGATTAT GGGAACGLT CAAGACTATGCGATCGATGCCTTATTCC TG TCT TGGAAAAT TTCCCCAGGAAGARGACGT AGOAGCCAAAACTGGCCTGTAGTGTGAC T TGATAAAT T TGATGTCARATAATTGGTCTTTGCAGATATGGGAT TTTCTCGTTGTGATATAGCCGTTGACCACACARACCTGGTATGGCG
£l cun 61 TGTGATCT TaT T TaCTT i TeaTCTT TTICTCeTT TATGGT
EL gram PH-1 GTGTTGGATCAGCTGAAATGTGATCT TAT T TATTCCTGTCCTTGGAATTT TACTTGACAAATT' TSGTCTT TTCTCET TGGGAT!

Pl gram Cs3005  GTGT TGTGATCT Tar TATTCCTGTCCTTGGARATTT TacTT T TeGTCTT TTICTCeTT i

El gram MDC_FEl  GTGTTGGATCAGCTGARATGTGATCTG TAT T TATTCCTGTCCTTGGAAATT » TACTTGACAATT' TeGTCTT TTICTCST

E. gram 623835 TaT TATTCCTGTCCTTGGAAATTT TACTT T TeGTCTT TTTCTCET! i

Fl gram CHL3066  GTGTTGGATCAGCTGARATGTGATCTC T TATTCCTGTCCTTGGAAATT TACTTGACAAATT' TeGTCTT TTICTCST

£l gran Fg-12 6T TaaT TaT TATTCCTGTCCTTGGAARTTT TACTT a4 TeGTCTT TTICTCGT TGGTAT
Flmeri 2184 GTGT TGTGATCTT TATGGGAACGCTT) TATTCCTGTCCTTGGARATT TACTTGACAARTT TeGTCTT TTICTCETT

P asia KCTC_16666 GTGTTGGATCAGCTGARATGTGATCTCCARGC TAT TCAAGAC TTATTCCTGTCCTIGEARAT TACT T TSGTCTT TTICTCST TGETATGGCG

- e 2 O A A O AT AT A AT GO A A O TGO AT G TAA TG GTGATGAGTAGE TGAGCACOTC T CAGTOTCAGOTATIGCATGGCATGG T GTAMMAGCCACGOTTCAT CAMCECGTTGCCChucT
™ TATGAATATCGGCTT T T T T6TGAGT T Tcr TCcCToeT

TGTGCTATGTGGCARCTTCAATGCCTARTCAT T Tcr T6CCCTGeT

TATCGGCT T T T T Tcr TGTAARAGT CACGGT TececTecT
TACGGGTATT: ™ TGAGCAGGTC
. T T TaGTT Tr T6cecTocT

5.4

asia KCTC 16650

Pseu Fp22-2F  CATCOAAAGCATGTACTGOAACCACAATAGCTGTACAGGCAGACATACTGGTAT CACTCGACTGCAGTGTCTCTCAATGTCCCACCTAGTTAT CGOACACTCAT T TGARAT CAGAT GAAGATAGAGCAAGGATGAGAT TCGTGGCGAATCCATATAGGATAAAACC CAAGCCACTTATCGTGTTCTGTCOTCGGOTCAT GGARACCGGTAGAAGTGCAGAATGACAACTCAGAGACGA
culn Ukss m 6T TAGTAATCGCTCGACT Tcr m TeaT TTATCGTGTT i

ron PH-1 m
Grom (53005 CATT 6T TAGTAATCACTCGACTGEAGTGTCTY
gram MDOCFg1  CATT T

TATCETGT T
grem G353 CAT TAGTAATCACTCGACTGEAGTGTCTCTCARTGT \CACTCATAT TATCETGT

gram CHL30ss  CATT i CCCACCTAGTT
gram Fe-12 T TAGT ATCCGACACTCATAT
meri JK15-4 T 6 GTCTCTCARTGTCCCACCTAGTTATY T
asia KCTC 16654 CATS T GTTATCCAGCTGATAT

pseu Fp22-2F  GGCTGTTGITTGAAACCAGAGGGAATGATGGCTGRGCCATGTTACAGATARAGGATTCCGAT TTTGATGTTTCGGTTTCCCT!
T TCCGATTCAGTS GTTTCCCT

grem PH-1 GGCTGTTGT T i T
gram Cs3005 SCTETTGTT: Teco

HeATGr GG TTCCCTT

v 2
gram CHL3085  GGCTGTTGTT Tecs

eri Mis-4  GACTGTTGTT Teco

asia KCTC_16654 T TTTGATGTTTTGGTITCCCTT

GeCTeT T TTTGGITTCCC
GGCTGITGIT: TecgaT TIGATGTTTTGGTTTCCCT:

s 2 T AT Ao TG GATO TG GAAAA AT TGCCCAGCOTAA T ACCCTG T CGCOAT TATCG0TTGACOTCICCCTATTARCAGGCAGTTTATTT - GTCGTACATGTGTACTCTGTATCTOTACCAGTAT . CCAGTGCOAGTCAT TACCACGAGACATGCCTTOTCAGRGoTGC
Foculn U TTT6C TACCCTGTTTCGCGATITATCGG Tci 0

£l gram pH-1 Tean TecrT TACCTTGTITCGCATITATCGGT TAAGAGOTAGTTTATT Tci TGTCAGGGGT
F frem cwes  THIGOTOMATACCOTCTOACCTCACCTOTTGN TecTTT TACCTTGTTTCGCGATITATCGGT: T TAGTTTATT T TTCAGGSGTGC
£ gram 1DC_Fg1 ceTT 6T TecTT TACCTTGTTTCGCGATITATCGST T TAGTTTATT Tc; T TGTCAGGGGT
E. gram 623638 TTTCARATACCGTCTCACCTCACCT TSCTTT TACCTIGTTTCGCGATITATCGOTIGACSTCT m TAGTTTATT TTGT T
El gram CHisess  TTIGGTT TeCTTIGC! TACCTTGTTT, T TAGTTTATT 7o T TGTCAGGGGTGC
El grem Fe-12 TGGTTTCARATACCGTCTCACCTS s TSCTT Tncc:mr"mmn"mr(aﬁv TARGAGSTAGTTTATT: TTCAGSSGTG
F. meri K154 T 6T TeCTTTGC TGTTTCGCGATITATCAGT, T TAGTTTATT Tc; T TTCAGGGGTGC
F. asia KCTC_16654 TTTGETT 6T TecTT TACCCTGTTTCGCGATITATCGRT TAGAGATAGTTTATT T, T TGTCAGGGGTG

e R OO T O A O TG CeCoL A oo IO TGCA G CA0C0 ATAGOLCAC T CCCCOMACIAGLGAA T CTAGAGATACGGAC A TG CAOT AR TGACCT e
Foculm UKSS. TGATATGT TCAACTCARGETT TTccacce
F. gram pH-1 TrTGATATST Teser ChancTCAGaTTCaTTacATCoAT T TGACGITTCA-CC
Fl grem CS3005  TTTGATATGT ACGAGCT! TTcGCT Te6T T TEACGTTTCA-CC
F.gram MOCFgl  TTTGATATGT TaTCTCT TTCGCTTCATGTCTGCATCGGGCTCAACTCAAGGTTCGTTGCATGGAT T TGACGTTTCA-CC
Elgrem G383 TTTGATATGT TTCsCT TCGTTGCATGGAT T TGACGTTTCA-C(
F.gram CHL30ss  TTTGATATGT TCGACTATCTCTCATCGTCTCATGT TTCCTTCATGTCTGCATCGEGCTCAACTCAAGGTTCGTTGCATGGAT i TGACGTTTCA-CC
£l gram Fg- TTTGACATGT “ccce TTcaeT TCAAGGTTCGTTGEATGGAT T TTTCA-cC
F.omeri D154 TTTGATATGTTGA TATCTCTGATCGTCTCATGT TICGCTTCATGTCT TTGCATGGAT T TGACGTTTCA-CC
F. asia KCTC_16664 TTTGATATGT TTcser CCAAGGTTCGTTGEATGGGT T TGACGTTTCA-CC
F. pseu Fp22-2f (—m'mTaA(mTM(mm(nichmA(.((mcMmr(mmT(Mam(mmm(ﬁam(nmmwU(TrlmeA(mWnrU(Tmnnﬁﬂmmmna((mnnmnrmﬁnrrr[mmm(mmAanvVVT(mlmmn((mmu\ﬁm(unrm(mmrlU(m(mﬁanrm(wn(UmIG(W(UV(Wrnmv(l[w((man
F. culm Ukss GeGaT TCTTGCC TTCCTTCTTTTTTCCCTCTTCCCTGTT
EL gram pH-1 Gt TCATGGTCTGTATACGGTGCTT TCTTTTGTTGAGATTATTTCT TGGTGGGATT TTTCTGTGTTAGCCT TACTTGGCCATATTCT TTICTTGCCTTTATGCTTCCTTCTTITTTCCCTCTTCCCT6TT
E. gram Cs3605 TTTGTTGAGATTATT TGGTGGGATT TTICTETET TGGCCATAT TcrT TrecTicTTT TTeccreTt
F. gram HOC_Fgl TCATGACTGTAACT) TGCTT TTTGTTGAGATTATT TGGTGGGATT TICTGTGTTAGECT: TSGCCATAT TTGCCTTTATGCTTCCITCTTTTTICCCTCTTCCCTGTT
£l gram 623633 u TGTTGAGATTAT TGGTGGGATT TTICTeTET TGGCCATAT TICTTGCCTTTATGCTTCCTTCTTTTTTCCCTCTTCCCTGTT
FL aram ChLsoss TCATGACTGT: TTTCTTGAGATTATT TEGTGGGATT TICTGTTTAGECT: TGCCATAT TCTTGCCTTTATECTTCCTTCTTTITTCCCTCTTCCCTGTT
fnn e TTCATGGT TGACCGGCTCTTTTGTTGAGATTATT: TGGTGGEATT TIcraTeT TGCCATAT TICTTGCCTTTATGCTTCCTTCTTTTTTCCCTCTTCCCTGTT
e T TATT TGGTGGGATT TTTCTGTGTTAGLCT TGGCCATAT TCTTGCCTTTATGCTTCCTTCTTTTTTCCCTCTTCCCTGTT
F i xerc tsses TCATGGTCTGTATACGGTGCTT TCTTTTGTTGAGATTATTTCT TGGTGGGATT TTTCTGTGT TTGGCCATATTCT TTICTTGECTTTATGCTTCCTTCTTITTTCCCTCTTCCCT6TT
E. poeu Fp22-2F T—nﬂmnumnnWrcnrc((ulTm(((mmﬁ[mcmmnmlm‘aATA(nvAU(Tr(xmﬁnammnﬁmsnurmmnmmvYmmanmAW(W(mmnﬂmcmrmnYsﬁnnwmnﬁ(((‘nnnrlArmamﬁnnmc(mnnann

F. culm K39 TR TGCGTTTICTTTCCCTAT TGTGCATATGT TCAATGGCTGARATCCT TTGGTASATT TATTAGTGRTTCTGGACCTGACTAGAT

£l gram pH-1 TGCTCCTTTTATGCCATT TGTGEATATGTTCAATGGCTS TTGGTARATT TATTGGTGGT

E. gram CS305  TGCTCCTTTTATGCCATTTTCTTICCCTATT T TGTGCATATGTTCAATGGCTGARATCCT TGGTASATT TTGGTGGTTCTGEACCTGACTAGAT.

F. gram HOC_Fl CCTTTTATGCCATTTTCTTTCCCTAT: TGTGEATATGTTCAATGGCTS T TTGGTARATT TATTGGTGET

F.gram 623839 TGCTCCTTTTATGCCATTTICTTTCCCTAT T TGTGCATATGT: TGAAT TGGTARATT TTGSTGGTTCTGEACCTGACTAGATAL

Fl gram CHL3066  TGCTCCTTTTATGCCATTTICTTTCCCTAT TGTGCATATGT: ™ TTGGTARATT TATTGOTGSTTCTGGACCTGACTAGA o

Flarm g TCCTITATGCGATITICTTICCCTAT ATATGT TGAAATCCT TGGTARATT T

F.omeri 0154 TGCTCCTTTTATGCCATTTICTTTCCCTAT T6TGC--T TGGCTGAARTCCT TTGGTARATT TATTGGT Huﬁ«n((mn(mnmnﬁ

F. asia KCTC_16654 TGCTCCTTTTATGCCATTTTCTTTCCCTAT TGTGCATATGTTCAATGGCTGARATCCT! TTGGTARATT TATTGGTGG!




